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Introduction/Background* Comparing the anatomical distribu-
tion of pelvic sentinel lymph nodes (SLN) in cervical and
endometrial cancer.
Methodology Detailed SLN mapping results were prospec-
tively retrieved in cervical (n=145) or high risk endometrial
cancer (n=201) patients. Cervically injected Indocyanine
Green (ICG), allowing for reinjection, was used as tracer. An
anatomically based definition of SLNs was adhered to evalu-
ating the upper (UPP) and lower (LPP) paracervical lymphatic
pathways. The positions of SLNs were intraoperatively
depicted on an anatomical chart. A completory pelvic lym-
phadenectomy was performed in all patients and in addition,
xx underwent a paraaortic lympadenectomy. Mapping rates
and anatomical distribution of SLNs were compared between
groups.
Result(s)* The bilateral mapping rate was 97.9% and 95.0%
for cervical and endometrial cancer respectively. All pelvic
node positive women (cervical cancer n=19, endometrial can-
cer n=37) had at least one metastatic SLN. The proportion
of typically positioned (interiliac and proximal obturator fossa)
SLNs along the UPP was similar between groups (78.1% vs
82.1%, p=.09) with a similar distribution of SLN metastases;
54.1% and 48.6% respectively were located in the obturator
fossa. Anatomically typical positions could not be defined
along the LPP.
Conclusion* A cervical injection of ICG results in similar ana-
tomical distributions of SLNs and SLN metastases in cervical
and endometrial cancer with no false negative SLNs. Provided
adherence to an anatomically defined algorithm sensitivity
results for a SLN concept in endometrial and cervical cancer
can be pooled. Hence, an SLN concept can be implemented
in cervical cancer patients.

Diagnostics
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Introduction/Background* Homologous recombination defi-
ciency (HRD), resulting from defects in the homologous
recombination repair pathway, is a common feature of high-
grade serous (HGS) ovarian cancer (OC) and predictive of
sensitivity to PARP inhibitors. Developing reliable methods to
determine HRD status of tumours is important to optimise
clinical benefits of PARP inhibitors. Evaluation of HRD by
genomic instability or BRCA1 and/or BRCA2 mutation

(BRCAm) is emerging as an important tool in OC. Here, we
present a performance evaluation of two available molecular
assays with potential to identify HRD-positive tumours by
genomic instability in OC, compared with Myriad myChoice
CDx (Myriad Genetic Laboratories, Inc.; US FDA-approved
and EU CE-IVD marked).
Methodology Analytical performance of FoundationOne CDx
(F1CDx; Foundation Medicine, Inc.), a US FDA-approved
complementary diagnostic for genomic loss of heterozygosity
in OC, and AmoyDx HRD Focus Panel (Amoy Diagnostics
Co., Ltd) assays (both EU CE-IVD marked) were evaluated in
a commercial clinical laboratory setting. Assay performance
was evaluated as positive (PPA), negative (NPA) and overall
(OPA) percent agreement with HRD status (determined by
myChoice CDx) of archival samples from patients with non-
gBRCAm platinum-sensitive HGS or endometrioid OC
tumours. The assays determine genomic instability by different
methodologies. Data are summarised descriptively.
Result(s)* Both F1CDx and AmoyDx HRD Focus Panel molec-
ular HRD assays demonstrated analytical concordance with
myChoice CDx, with differing levels of sensitivity and specif-
icity at manufacturer-recommended cut-offs. F1CDx demon-
strated the following agreements on genomic instability with
myChoice CDx: PPA 67.6%, NPA 85.7% and OPA 77.0%
(N=148). AmoyDx HRD Focus Panel demonstrated the fol-
lowing agreements on genomic instability with myChoice
CDx: PPA 92.0%, NPA 52.1% and OPA 72.4% using the
existing algorithm and PPA 88.0%, NPA 75.0% and OPA
81.6% using a newly developed algorithm (N=98). Assay con-
cordance for BRCAm detection was not undertaken because
of limited BRCAm tumour samples.
Conclusion* F1CDx and AmoyDx HRD Focus Panel molecu-
lar HRD assays demonstrated concordance with, but not full
equivalence to, myChoice CDx. Having multiple assays (pro-
viding their performance is adequate) to identify patients
whose tumours harbour HRD is important to inform treat-
ment decisions, as well as providing greater choice for clini-
cians and clinical laboratories.
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Introduction/Background* Human epididymis protein 4 (HE4)
has been reported as a promizing biomarker in the assessment
of the risk of malignancy in patients, diagnosed with pelvic
mass. Howewer, reference limits of HE4 do not provide clini-
cally relevant discrimination between malignant and benign
ovarian diseases. The clinical significance of well-known Risk
of Ovarian Malignancy Algorithm (ROMA), which includes
both HE4 and CA125, and its superiority over CA125 alone
are still questionable.
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The aim of this study was to elaborate a new algorithm,
based on serum CA125, HE4 and age, to assess the risk of
malignancy in premenopausal patients with pelvic mass
Methodology The training dataset included 284 premenopausal
patients operated because of presence of pelvic mass, out of
which 35 and 249 had malignant and benign disease respec-
tively. A novel algorithm, based on serum HE4, CA125 and
patient’s age as variables, has been developed by using the sce-
nario of discrimination “benign diseases versus all stages of
epithelial ovarian cancer (EOC) together with borderline ovar-
ian tumors (BOT) FIGO stage 1c2–3c”. This algorithm was
named Risk of Ovarian Cancer Kazan Index (ROCK-I). The
validating dataset consisted of consecutively operated premeno-
pausal patients with pelvic mass out of which there were 187
cases of benign diseases, 20 EOC and 4 BOT FIGO stage
1c2–3c. An analysis with inclusion of BOT stage 1a-1c1 and
non-EOC will be reported separately.
Result(s)* In the validating dataset the specificities of ROCK-I
and ROMA were 92% and 85% respectively (p<0.05). When
the above-mentioned scenario of discrimination was used the
sensitivities of ROCK-I and ROMA were 95.8% and 91.7%
respectively, accuracies 92.4 and 85.8%, positive predictive
values 60.5% and 44% respectively. Areas under receiver-
operating-characteristic curves (ROC-AUC) of ROCK-I,
ROMA and CA125 were 0.984, 0.94 and 0.901 respectively.
The difference in ROC-AUC between ROCK-I and CA125
was statistically significant (p=0.03). A more detailed com-
parison of the performance of algorithms is shown in table 1
and figure 1.

Conclusion* The proposed ROCK-I has demonstrated greater
diagnostic performance than both ROMA and CA125 in the
analyzed dataset. If an independent validation will show simi-
lar or even slightly lower difference between ROCK-I and
ROMA it may provide a new basis of routine-use of HE4 in
premenopausal patients with pelvic mass.
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Introduction/Background* Uterine metastasis from extravaginal
cancers is a rare event. A few cases of lobular invasive carci-
noma with endometrial metastasis was reported in the
litterature.
Result(s)* A 40 year old woman was treated in 2015 for a
localised synchronous bilateral invasive ductal breast carci-
noma. Human epidermal growth factor receptor (HER2) was
amplified with positive endocrine receptor. She underwent in
2015 a neoadjuvant sequential hemotherapywith trastuzumab,
followed by bilateral mastectomy , adjuvant trastuzumab and
hormonotherapy (Tamoxifene with chemical ovarian suppres-
sion). In 2020, the CT scan showedliver, bone and peritoneal
metastasis associated with a retro uterine mass suggesting a
cervical cancer as a second cancer.

A biopsie was performed and the morphological feature
with immunohistochemistry concluded to a metastasis of duc-
tal breast carcinoma : Gata 3 protein(+), ER + , PR+,
HER2 overexpressed and Wt1 negative .
Conclusion* Although rare, intrauterine breast cancer metasta-
sis can occur even with a ductal breast cancer and physicians
must go for a biopsy with immunohistochemistry.

Endometrial cancer
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Introduction/Background* Detection of pathogenic somatic var-
iants in the exonuclease domain (EDM) of the POLE-gene is
of prognostic importance because of the excellent clinical out-
comes of POLE-mutated endometrial cancers (EC). It is
hypothesised that patients with POLE-mutated EC benefit of
treatment de-escalation. Since 8–10% of EC carry a patho-
genic POLE-mutation, it is of strong clinical importance to
accurately determine the presence of these mutations. In cur-
rent practice POLE-status can only be determined by DNA-
sequencing methods, e.g. Sanger or Next-Generation-Sequenc-
ing (NGS). These techniques require a molecular biologist for

Abstract 1128 Table 1 Comparison of the performance of ROCK-
I and ROMA

Abstract 1128 Figure 1 The ROC-curves of ROCK-I, ROMA and
CA125 in the validating dataset
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