
Methods A retrospective review of an institutional pathology
archive over a five-year-period was performed to identify cases
of combined EEAC and AM. 79 cases were identified. Histo-
logical slides exhibiting the combination of AM and EAC
were digitalised using Aperio Slide scanner and evaluated by
using Aperio Morphometry tools. Morphological results were
correlated with tumour type, tumour grade and staging and
compared with routine AM (RAM) cases. In a next step all
histological slides were immunohistochemical examined by dif-
ferent antibodies.
Results The mean distance AM – EEAC was 0,67 ± 0,75
mm, the mean AM gland size was 0,22 ± 0,10 mm, while
the mean RAM gland size was 2,31mm. All EAC cases were
type 1 EEAC. The majority of AM-EEAC cases were classified
as stage pT1a tumours and graded as G1. Immunohistochemi-
cal we were able to distinguish betweena p16 positive and
p16 negative group.
Conclusions AM in combination with EEAC exhibits a special
morphology with small AM glands near the EEAC. Our
hypothesis is that Adenomyosis could be involved in the
pathogenesis of endometrial cancer or a random incidental
finding. Adenomyosis in the p16 negative group could play a
rule in carcinogenesis.
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122 ANTI-HUMAN PAPILLOMAVIRUS ANTIBODY DETECTION
USING RHODAMINE B LABELED L1-HPV-16 DERIVED
PEPTIDES
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Objectives To detect differences in anti-HPV antibodies
response between young women HPV-vaccinated and unvacci-
nated using rhodamine-b labeled L1-derived peptides and non-
conventional techniques.
Methods The peptides were designed from the epitopes of the
virus surface recognized by the antibodies of B cells from
HPV-infected. Serum from eight VLP vaccinated women, who
have received three doses of immunization (positive controls
PC), and serum from eight girls under 14 years of age, who
have not had their first intercourse (negative controls NC),
were obtained by venipuncture at the faculty of health of Uni-
versidad Industrial de Santander and at the university hospital.
The fluorescence polarization assays were performed and the
polarization readings were made in the microplate reader
using a cube of filters for polarization with excitation wave-
length of 525 nm and emission at 585 nm. These serum were
also tested by Enzyme-linked immunosorbent assay (ELISA).
Results It was found that these designed peptides presented
higher reactivity with antibodies from the serum of PC-women
than with antibodies from the serum of NC-women with p
<0.0001. Six out of eleven peptides derived from three L1-
regions were specifically recognized by antibodies present in
the serum of HPV-vaccine immunized women as was detected
by ELISA. Peptide P-BC in the dot fluorescence assay showed
the highest specific reactivity to PC-serum, suggesting that this
peptide could be used to detect changes in the antibody
response against HPV with this technique.

Conclusions Fluorescent peptides from the L1 protein can be
used to detect of antibodies induced by vaccination using dif-
ferent techniques.

IGCS19-0747

123 DIFFERENTIALLY EXPRESSED PROTEINS AMONG
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Objectives To explore the differentially expressed proteins in
normal cervix, cervical intraepithelial neoplasia (CIN) and cer-
vical squamous cell carcinoma (CSCC) tissues by differential
proteomics technique.
Methods Cervical tissues (including normal cervix, CIN and
CSCC) were collected in Department of Gynecologic Oncol-
ogy of Beijing Obstetrics and Gynecology Hospital. 2-D
DIGE) and DeCyder software were used to detect the differ-
entially expressed proteins. MALDI-TOF/TOF MS was used to
identify the differentially expressed proteins. WB and IHC
were performed to validate the expressions of selected pro-
teins among normal cervix, CIN and CSCC.
Results 46 differentially expressed proteins were differentially
expressed among the normal cervix, CIN and CSCC. 26 pro-
teins were successfully identified by MALDI-TOF/TOF MS.
S100A9 was the most significantly up-regulated protein.
eEF1A1 was the most significantly down-regulated protein.
The results of WB showed that with the increase in the
severity of cervical lesions, the expression of S100A9 protein
was significantly increased among the three groups (P =
0.010). IHC showed that protein S100A9 was mainly
expressed in the cytoplasm, and its positive expression rate
was 20.0% in normal cervix, 70.0% in CIN and 100.0% in
CSCC, with a significant difference among them (P = 0.006).
Conclusions There are differentially expressed proteins among
normal cervix, CIN and CSCC. S100A9, eEF1A1 and PKM2
may become candidate markers for early diagnosis of cervical
cancer and new targets for therapy. It also provides a basis
for further studies of the mechanism for CIN developing to
CSCC.
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124 BREAST CANCER IN YOUNG WOMEN: CLINICO-
PATHOLOGICAL FEATURES OF 27 CASES
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Objectives Analyze the clinico-pathological features of breast
cancer occuring in young women under 30 years.
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